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FEMTO Pulse™ Automated CE Instrument

LAUNCHED THIS YEAR AT AGBT 2017

Femtogram Level Sensitivity Down to 5 fg/µL, 
in well concentration

Separation of DNA Through 200,000bp 
in 1 hour



FEMTO Pulse™

• Built on the Fragment Analyzer frame

• Holds a 12 capillary array

• 3 x 96 well plates

• Two gel bottles

• Three Reagent Kits



• Compact Pulsed-Field Power Supply

• High-Power LED

• Advanced Optical Engineering

FEMTO Pulse™



http://www.pacb.com/wp-content/uploads/Baybayan-PAG-2017-Best-
Practices-for-Whole-Genome-Sequencing-Using-the-Sequel-System.pdf

http://www.pacb.com/wp-content/uploads/Baybayan-PAG-2017-Best-Practices-for-Whole-Genome-Sequencing-Using-the-Sequel-System.pdf




FEMTO Pulse™



Case Study: Construction of a 50kb insert library 
QB3 - UC Berkeley Genomic Sequencing Lab

50kb library

Data courtesy of Shana McDevitt, QB3 - UC Berkeley Genomic Sequencing Lab

gDNA



Case Study: 
Assess Genomic Quality with GQN

GQN(30kb)
Size Threshold: 30,000 bp

Sample GQN(30kb)

gDNA 5.1

gDNA

Data courtesy of Shana McDevitt, QB3 - UC Berkeley Genomic Sequencing Lab



Case Study:
Perform Megaruptor Fragmentation : 75kB

75kb gDNA

Data courtesy of Shana McDevitt, QB3 - UC Berkeley Genomic Sequencing Lab

Sample Avg. Size 
above 30kb

gDNA 77,837

75kb Shear 66,281



Case Study:
Perform Megaruptor Fragmentation: 50kB

50kb

gDNA

Data courtesy of Shana McDevitt, QB3 - UC Berkeley Genomic Sequencing Lab

Sample Avg. Size 
above 30kb

gDNA 77,837

50kb Shear 53,320



Case Study: 
Compare Shears: Average Size over 30kb

Sample Avg. Size 
above 30kb

gDNA 77,837

75kb Shear 66,281

50kb Shear 53,320

75kb

50kb

gDNA

Data courtesy of Shana McDevitt, QB3 - UC Berkeley Genomic Sequencing Lab



Case Study:
Assess Quality After Adapter Ligation

Data courtesy of Shana McDevitt, QB3 - UC Berkeley Genomic Sequencing Lab

Avg. Size Over 
Threshold

28,043 bp 100 bp

39,029 bp 10 kb

45,807 bp 20 kb

53,966 bp 30 kb



Case Study:
Measure Library Size after BluePippin Selection at 30kb

Data courtesy of Shana McDevitt, QB3 - UC Berkeley Genomic Sequencing Lab

Sample Avg. Size

Final Library 45,578

Sample GQN(30kb)

Final Library 9.1

GQN(30k)
Size Threshold: 30,000 bp



FEMTO Pulse™

Need more information?  
http://www.aati-us.com/

THANK YOU

http://www.aati-us.com/

